1 1 0 0.0

8 7 1 12.5
17 15 2 11.8
2 2 0 0.0
18 16 2 11.1
2 1 1 50.0

5 4 1 20.0
11 11 0 0.0
16 16 0 0.0
80 73 7 8.8
9 8 1 111
19 16 3 15.8
42 39 3 7.1
70 63 7 10.0
29 27 2 6.9
14 13 1 7.1
DNA 14 13 1 7.1
11 11 0 0.0
9 9 0 0.0

8 5 3 37.5

9 7 2 22.2

7 6 1 14.3
ES 7 5 2 28.6
11 9 2 18.2
14 11 3 21.4
11 6 5 455
14 5 9 64.3
14 7 7 50.0
172 134 38 22.1
26 22 4 154
15 14 1 6.7
29 26 3 10.3
13 13 0 0.0
22 20 2 9.1
12 9 3 25.0
7 6 1 143
24 23 1 4.2
25 15 10 40.0
173 148 25 14.5




10,678 6,624 4,054 38.0
2,606 1,704 902 34.6
1,817 1,154 663 36.5

90 52 38 42.2

23 9 14 60.9
15,214 9,543 5,671 373
698 352 346 49.6
604 304 300 497
1931 862 1,069 55.4
617 387 230 37.3
161 88 73 453
676 510 166 24.6
221 150 71 32.1
1,034 831 203 196
734 530 204 27.8
498 109 389 78.1
328 173 155 47.3
166 14 152 91.6
240 91 149 62.1
98 59 39 39.8
1,983 1,722 261 132
425 215 210 49.4
264 227 37 14.0

| 10678 6,624 4,054 38.0




89 37 52 58.4
113 43 70 619
201 100 101 50.2
106 37 69 65.1

39 20 19 487
109 91 18 16.5
64 62 2 31
11 8 3 273
2 2 0 0.0
392 350 42 10.7
12 6 6 50.0
209 104 105 50.2
323 137 186 57.6
476 429 47 9.9
317 202 115 36.3
143 76 67 46.9

2,606 1,704 902 346
70 38 32 457
99 46 53 535

243 129 114 46.9
22 12 10 455
37 17 20 54.1
98 84 14 14.3
20 14 6 30.0

337 237 100 29.7

104 41 63 60.6

187 158 29 155
41 27 14 34.1

6 3 3 50.0
97 52 45 46.4

100 40 60 60.0
53 40 13 245
55 40 15 27.3
41 20 21 51.2

207 156 51 24.6

1817 1,154 663 36.5

21 11 10 476
27 17 10 370
24 14 10 370
18 10 8 44.4
90 52 38 422




23 9 14 60.9
23 9 14 60.9
543 486 57 105
446 368 78 175
112 90 22 19.6
531 400 131 24.7
1 1 0 0.0
| 1,633 1,345 288 17.6
588 525 63 10.7
468 385 83 17.7
123 97 26 21.1
615 461 154 25.0
1 1 0 0.0
1795 1469 326 18.2
[ J
2 2 0 00
73 56 17 233
2 0 2 100.0
| 77 58 19 24.7




5 3 2 40.0
121 72 49 40.5
9 0 9 100.0

3 0 3 100.0
138 75 63 457

[ J
53 45 8 151
41 35 6 14.6
195 136 59 30.3
196 79 117 59.7
103 44 59 57.3
5 0 5 100.0
593 339 254 42.8
( J

9 8 1 11.1
24 24 0 0.0
30 25 5 16.7
9 8 1 11.1
72 65 7 9.7




